Molecular study for detecting the prevalence of Fasciola gigantica in field-collected snails of Radix gedrosiana (Pulmonata: Lymnaeidae) in northwestern Iran.
Fasciolosis is an important disease in veterinary medicine worldwide, and is a cause of great economic loss in livestock husbandry in Iran. This study was aimed to determine prevalence of Fasciola gigantica infection in field-collected snails of Radix gedrosiana in northwestern Iran. The snails were collected from 28 perennial and seasonal freshwater habitats from May to December 2010 and identified. A fragment of 618 bp of 28s rRNA gene was amplified by polymerase chain reaction (PCR). The PCR products were subjected to restriction fragment length polymorphism (RFLP) using DraII and AvaII enzymes. PCR-RFLP patterns revealed that 3.12% of the snails were infected with F. gigantica. It was also found that the infected snails had a limited distribution over the water bodies located in the central part of the region. It was concluded that PCR-RFLP was a reliable approach to detect Fasciola infection in pond snails and may be useful to establish control measures for livestock and humans' fasciolosis in the region.